. Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 housekeeping genes (HKGs) across SCC-6 cells (head and neck cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy). Table S3 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 housekeeping genes (HKGs) across SCC-1483 cells (head and neck cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy).
SCC-1483
Mean Standard Deviation Table S4 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across A549 cells (lung cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy). Table S5 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across NCI-H226 cells (lung cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy). Table S8 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across SCC-6 cells (head and neck cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy) and time post-irradiation (5 min, 1, 5, 24, and 48 h). Table S9 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across SCC-1483 cells (head and neck cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy) and time post-irradiation (5 min, 1, 5, 24, and 48 h). Table S10 . Table S11 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across NCI-H226 cells (lung cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy) and time post-irradiation (5 min, 1, 5, 24, and 48 h). Table S12 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across MIA PaCa-2 cells (pancreas cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy) and time post-irradiation (5 min, 1, 5, 24, and 48 h). Table S13 . Mean Cq values, standard deviation (SD), standard error of mean, 95% confidence intervals, variance and coefficient of variation (CV) of 14 HKGs across PANC-1 cells (pancreas cancer cell line) with various levels of radiation treatment (2 Gy, 4 Gy, and 6 Gy) and time post-irradiation (5 min, 1, 5, 24, and 48 h). . geNorm results for radiated SCC-6 and SCC-1483 cells. As in Figure S2 , but for radiated SCC-6 and SCC-1483 cells. a) SCC-6 treated with 2 Gy radiation, b) SCC-1483 with 2 Gy radiation, c) SCC-6 with 4 Gy radiation, d) SCC-1483 with 4 Gy radiation, e) SCC-6 with 6 Gy radiation, f) SCC-1483 with 6 Gy radiation. Figure S4 . geNorm results for radiated A549 and NCI-H226 cells. As in Figure S3 , but for radiated A549 and NCI-H226 cells. a) A549 treated with 2 Gy radiation, b) NCI-H226 with 2 Gy radiation, c) A549 with 4 Gy radiation, d) NCI-H226 with 4 Gy radiation, e) A549 with 6 Gy radiation, f) NCI-H226 with 6 Gy radiation. Figure S5 . geNorm results for radiated MIA PaCa-2 and PANC-1. As in Figure S2 , but for radiated MIA PaCa-2 and PANC-1 cells. a) MIA PaCa-2 treated with 2 Gy radiation, b) PANC-1 with 2 Gy radiation, c) MIA PaCa-2 with 4 Gy radiation, d) PANC-1 with 4 Gy radiation, e) MIA PaCa-2 with 6 Gy radiation, f) PANC-1 with 6 Gy radiation. Figure S6 . Accumulated SD of HKGs generated by NormFinder for SCC-6 and SCC-1483 cell lines. Accumulated SD is the SD estimated when multiple HKGs are used for normalization. Based on NormFinder, HKGs are ranked in order from most stable to most unstable starting from the left of xaxis of the plot. As more reference genes are used for normalization, the accumulated SD is decreased since the random variation among gene expression is partially canceled. a) SCC-6 treated with 2 Gy radiation, b) SCC-1483 with 2 Gy radiation, c) SCC-6 with 4 Gy radiation, d) SCC-1483 with 4 Gy radiation, e) SCC-6 with 6 Gy radiation, f) SCC-1483 with 6 Gy radiation. Figure S7 . Accumulated SD generated by NormFinder. As in Figure S6 , but for A549 and NCI-H226 cells. a) A549 treated with 2 Gy radiation, b) NCI-H226 with 2 Gy radiation, c) A549 with 4 Gy radiation, d) NCI-H226 with 4 Gy radiation, e) A549 with 6 Gy radiation, f) NCI-H226 with 6 Gy radiation. Figure S8 . Accumulated SD generated by NormFinder. As in Figure S6 , but for MIA PaCa-2 and PANC-1 cells. a) MIA PaCa-2 treated with 2 Gy radiation, b) PANC-1 with 2 Gy radiation, c) MIA PaCa-2 with 4 Gy radiation, d) PANC-1 with 4 Gy radiation, e) MIA PaCa-2 with 6 Gy radiation, f) PANC-1 with 6 Gy radiation. 
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